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Morphological identification of microorganisms 
 

 
Supplementary Figure 1. Bacteria were isolated from cooked spicy chickpea, dumplings samples collected 

from open-air stalls in Charbagh, Aminabad. The 16S rRNA sequencing data for the isolated strain 

RVCP2 revealed that it was most closely related to Staphylococcus aureus. 

 

 
Supplementary Figure 2. Bacteria were isolated from cooked spicy chickpea samples collected from 

indoor shops in LuLu Mall. The 16S rRNA sequencing data for the isolated strain RVCPL1 revealed that 

it was most closely related to Lactobacillus acidophilus. 
 

 
Supplementary Figure 3. Bacteria were isolated from samosa samples collected from open-air stalls in 

Charbagh. The 16S rRNA sequencing data for the isolated strain RVS2 revealed that it was most closely 

related to Campylobacter lanienae. 
 



 

 

 

 
Supplementary Figure 4. Bacteria were isolated from samosa samples collected from indoor shops in 

LuLu Mall. The 16S rRNA sequencing data for the isolated strain RVS3 revealed that it was most closely 

related to Brevibacterium linens. 
 

 
Supplementary Figure 5. Bacteria were isolated from chowmein samples collected from open-air stalls in 

Charbagh. The 16S rRNA sequencing data for the isolated strain RVC2 revealed that it was most closely 

related to Priestia megaterium. 
 

 
Supplementary Figure 6. Bacteria were isolated from chowmein, dumplings samples collected from 

indoor shops in LuLu Mall. The 16S rRNA sequencing data for the isolated strain RVCL1 revealed that 

it was most closely related to Staphylococcus epidermidis. 
 



 

 

 
Supplementary Figure 7. Bacteria were isolated from spicy panipuri, burger samples collected from 

open-air stalls in Charbagh, Kaiserbagh. The 16S rRNA sequencing data for the isolated strain RVK1 

revealed that it was most closely related to Klebsiella sp. 
 

 
Supplementary Figure 8. Bacteria were isolated from spicy panipuri, burger samples collected from 

indoor shops in LuLu Mall. The 16S rRNA sequencing data for the isolated strain RVL1 revealed that it 

was most closely related to Escherichia coli. 
 

 


